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residues 117 to 185 of SEQ ID NO: 1 
residues 186 to 248 of SEQ ID NO: 1 
residues 29 to 73 of SEQ ID NO: 3 

residues 74 to 116 of SEQ ID NO: 3 / 
residues 117 to 185 of SEQ ID NO: 3 
residues 186 to 248 of SEQ ID NO: 3 
residues 1 to 32 of SEQ ID NO: 5 
residues 33 to 75 of SEQ ID NO: 5 
residues 76 to 144 of SEQ ID NO: 5 
residues 145 to 210 of SEQ ID NO: 5 
residues 34 to 80 of SEQ ID NO: 7 
residues 81 to 140 of SEQ ID NO: 7 
residues 33 to 79 of SEQ ID NO: 
residues 80 to 119 of SEQ ID NO: 8 
residues 120 to 161 of SEQ^JD NO: 8 
residues 32 to 91 of SEO/ID NO: 21 
residues 25 to 84 of SEQ ID NO: 22 
residues 29 to 94/ff SEQ ID NO: 23 
residues 31 to/85 of SEQ ID NO: 24 
residues 1^23 of SEQ ID NO: 25 
residue/ 1 to 17 of SEQ ID NO: 26 
residues 1 to 28 of SEQ ID NO: 27 

(ii) ^homologue of (i); 

(iii) ]/ a polypeptide containing a relative cysteine spacing of C-2X-C-3X-C-(10- 
12)X-C-3X-C-3X-C fSEO ID NOs:37-39) wherein X is any amino acid residue, and C is 
cysteine[; 

(iv) a polypeptide containing a relative cysteine and 
tyrosine/phenylalanine spacing of Z-2X-C-3X-C-(10-12)X-C-3X-C-3X-Z wherein X is any 
amjrfo acid residue, and C is cysteine, and Z is tyrosine or phenylalanine; 

(v) a polypeptide containing a relative cysteine spacing of C-3X-C-(10- 
12)X-C-3X-C wherein X is any amino acid residue, and C is cysteine; 
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(vi) 



• 



£i charged residues relative to the spacin 





a polypeptide witp substantially the same spacing of positively 

cysteine residues as (i); and 
(vii) a fragment of Jfhe polypeptide of anvjme^T (i) to (vi) which has 
substantially the same anitmicrobiat activity 

2. (Amended) _ ^A frfsolated or purified protein containing at least one polypeptide 
fragment accqrjiingTo claim 1, wherein said polypeptide fragment has a sequence selected from 
WTtft^^seqi iB Bg^ oinpi ' i^iim SEP ID NO ; 1 . SfiO - fl^TOI ^^ S hi j 1 1 J N( ^r— 

3. (Amended) An isolated or purified protein having a sequence selected from 
SEQ ID NO:l, SEQ ID NO: 3, or S^Q ID NO:5. 




?«nic/pll] 



A transgqnic/pftnt [harbourinplhgrfrnrinfl q imAr-^fKh^^ 



/Amended) — Xh£-4iumgcniL plunt according to claim /, wnerem said plant 

peas, sunflower, tomato, 
s, cotton, carnations, roses, fori and 



Up v q selected fro m the group consisting of; maizi 
^ canola, tobacco, wheat, 
sorghum 




lOi ( Amended) — The [ W]rflprndnnt i vn mntprinl nf [n]thn trnmcmip plant according 



to 




44r (Amended) A nnrnpnnitinn nnmpririnj-r an ^ij^jprnViinl prr>frr j M ni . f . j^|j n ^ |~ 

claim 1 t o gether with on agriculturally - acceptable carr ie r dil uent . or exc i p ientr^ 
'*3 / 12. (Amended) A composition comprising an antimicrobial protein according to 

claim 2 together with a pharmaceutically-acceptable carrier diluent or excipient. 



3£7T"3: fAa npnriPfi) A mf tlir >d nf nnritrnll™ g ^pxnhifl1 i nfestation^)^ p Jant . th^ - 
method comprising [ : 

mg"said plant with an antimicrobial protein according to claim 1 [or a 

fpo s ition according t o claim 11; or 

^ii) i ntHH^Kinfl n - PNA rnnstnict amtrd in g tn Hsrim fr int o "mid p l nn t ] 

14. (Amended) A method of controlling microbial infestation of a mammal[ian 
animal], said [the] method comprising treating the [animal] mammal with an antimicrobial 
protein according to claim 1 [or a composition according to claim 12]. 

15. (Amended) The method of claim 14, wherein said mammal[ian animal] is a 

human. 
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16. 



<y- / ™* (Amended) A method of preparing an antimicrobial protein, [which] said 
C/V method [comprises the steps of:] comprising; 

N (V a ) obtaining or designing an amino acid sequence whicj 

* helix structure; 



is a helix-turn- 




b) replacing individual residuestp^dueve substantially the same distribution 
of positively charged residues and cystgitte^residues [as in one or more of the amino acid 
sequences shown in figure 4]^ 

c) J^y^nthesising] synthesizing a protein comprising said amino acid sequence 
chemically jy>by recombinant DNA techniques in liquid culture[; and 

d) if necessary, forming disulphide linkages between said cysteine 

residues]. 

P Please add the following claims: 

Ly 17. The protein fragment of Claim 1, wherein said protein fragment is a polypeptide 

l2jb containing a relative cysteine and tyrosine/phenylalanine spacing of Z-2X-C-3X-C-(10-12)X-C- 
! s !i j( 3X-C-3X-Z (SEQ ID NOs:34-36) wherein X is any amino acid residue, and C is cysteine, and Z 
r% u is tyrosine or phenylalanine. >- 
Q 18. The protein fragment of Claim 1, wherein said protein fragment is a polypeptide 

containing a relative cysteine spacing of C-2X-C-3X-C-(10-12)X-C-3X-C-2^^ (SEQ ID 




Os:31-33) wherein X is any amino acid residue, and C is cysteine. 

19. The protein fragment of Claim 1, wherein said proj 
e group consisting of: 

residues 29 to 73 of SEQ ID N0T 1; 
residues 74 to 116 of S^ID NO: 1; 
residues 1 17 to lJ#of SEQ ID NO: 1; 
residues \Wo 248 of SEQ ID NO: 1; 
residuj*f29 to 73 of SEQ ID NO: 3; 

Sidues 74 to 116 of SEQ ID NO: 3; 
residues 1 17 to 185 of SEQ ID NO: 3; 
residues 186 to 248 of SEQ ID NO: 3; 
residues 33 to 75 of SEQ ID NO: 5; 
residues 76 to 144 of SEQ ID NO: 5; 



fragment is selected from 
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residues 145 to 210 of SEQ ID NO: 5; 
residues 34 to 80 of SEQ ID NO: 7; 
residues 8 1 to 1 40 of SEQ ID NO : 7; 
residues 33 to 79 of SEQ ID NO: 8; 
residues 80 to 1 19 of SEQ ID NO: 8; 
residues 120 to 161 of SEQ ID NO: 8; 
residues 32 to 91 of SEQ ID NO: 21; 
residues 25 to 84 of SEQ ID NO: 22; 
residues 29 to 94 of SEQ ID NO: 23; 
residues 31 to 85 of SEQ ID NO: 24; and 
residues 1 to 23 of SEQ ID NO: 25. 

20. The protein fragment of Claim 1 which is truncated, but wherein said truncated 
protein fragment has substantiallyJhe same antimicrobial activity as the nontruncated protein 
fragment. 

21. A protein fragment according to Claim 7 1, wherein the protein fragment is a 
homologue of a protein fragment selected from the group consisting of: 

residues 29 to 73 of SEQ ID/NO: 1; 
residues 74 to 1 16 of SEO/1D NO: 1; 
residues 117 to 185 of SEQ ID NO: 1; 
residues 186 to 248 of/SEQ ID NO: 1; 
residues 29 to 73 of^EQ ID NO: 3; 
residues 74 to 1 16/of SEQ ID NO: 3; 
residues 117 to ^85 of SEQ ID NO: 3; 
residues 186 1<0248 of SEQ ID NO: 3; 
residues 33 tb 75 of SEQ ID NO: 5; 
residues 7*5 to 144 of SEQ ID NO: 5; 
residues/145 to 210 of SEQ ID NO: 5; 
residuefe 34 to 80 of SEQ ED NO: 7; 
residues 81 to 140 of SEQ ID NO: 7; 
residues 33 to 79 of SEQ ID NO: 8; 
re/idues 80 to 119 of SEQ ID NO: 8; 
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residues 120 to 161 of SEO/lD NO: 8; 
residues 32 to 91 of SEO/ID NO: 21; 
residues 25 to 84 of SEO ID NO: 22; 
residues 29 to 94 of #EQ ID NO: 23; 
residues 31 to 85 o/SEQ ID NO: 24; and 
residues 1 to 23 /f SEQ ID NO: 25. 
22. A protein fragment having antimicrobial activity, wherein said protein fragment is 
selected from the group consisting of: 

residues 1 to 3?of SEQ)1D NO/5; 
residues 1 to £23 oftSEQ ID,NO:26; 
residues 1 to K7 of SE(^II3> NO:27; and 
residues 1 to 28 o/s^D ID NO:28. 
A homologue of any ofrthe protein fragments of Claim 22. 
" Ail isola t ed - or sy i ilhaii DNA encodini> a polypeptide ~ 1r zvme^ ^ 



14 operatively linked 



23. 

' 27T 

claim 22. 

25. A DNA construct which includes a DNA according to cjai 
to elements for the expression of said encoded protein. 

26. A transgenic plant hartoring^DI^^nstruct according to claim 25. 

27. The transgenic plari^^frding to Yl aim 26, wherein said plant is a 
monocotyledonous plant or a djpetyledonojp ulant 

28. The tran^gduc plant according to claim 26, wherein said plant is selected from the 
group consistimj/df; maize, banana, peanut, field peas, sunflower, tomato, canola, tobacco, 
wheat, bajle^, oats, potato, soybeans, cotton, carnations, roses, and sorghum. 

29: The reproduc t ive au tcii dl^ f 1:h e4 ransgen ie^hmt-ace ording to olai irr2tT. 

30. A composition comprising an antimicrobial protein according to claim 22 together 
ith an agriculturally-acceptable carrier dilueq^br excipient. 

31. A composition comprising ^Antimicrobial protein according to claim 22 together 
with a pharmaceutically-acceptable carrier diluent or excipient. 

32. A method of controlling microbjaJ^Kestation of a plant or mammal, said method 
comprising treating said plant or mammal wit^fc^&itipicrobial protein according to claim 22. 

33. The method of Claim 32 wh^fein lfira mammal is a human. 
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^f^/ 34. A method of contraj^g microbial infestation of a plant, the method comprising 
treating said plant with a compo^non according to claim 11. 
^ -«-JL! L A method ot controlli ng of ajp Hnt tha mpthnrj rnmprninc 

|v intrnHnHng q DTs[A rprntrnrt n nr ^Hmr t^ ^rrm^ ^ ^ i (\ pl ft^ 

36. A method of controlling microbial infestation of a mammal, the method 



c 




:=?=! 
: = \ 



comprising treating the mammal with a composition according to claim 12. 
37. The method of claim 19, wherein said mammal is a human. 

• — 3* A - iNH i l . ml nf i , m i n ill i., u .i ^^i^ ^f ^tj^ ft f n p | a nt ^ met hod romprhrnr^' 

iiihi ffffiaSfca i?N| a r onslru x^eeoromg to claufc Lgi JtiLij juk l p liui i. 

39. A method of controlling microbial infestation of a mammal, the method 
comprising treating the mammal with a composition according to claim 30. 

40. The method of claim 39, wherein said mammal is a human. 

41. The method of claim 16, further comprising forming disulphide linkages between 
said cysteine residues. 
IN THE SEQUENCE LISTING : 

Please cancel from the application original Sequence Listing pages 34-66 and substitute 
therefoy{he attached Replacement Sequence Listing pages 34-58. Please consecutively 
renumber all pages following the Replacement Sequence Listing. 



REMARKS 

This Supplemental Preliminary Amendment conforms the Sequence Listing of the 
priority International Patent Application to the rules of practice specified by the U.S. Patent and 
Trademark Office. Enclosed herewith are: (1) a paper copy of the Replacement Sequence 
Listing, and (2) a computer readable version of the Replacement Sequence Listing. 

The Specification has been amended to include a reference to the PCT application 
PCT/AU97/00874, filed December 22, and the priority application. The Specification and 
Claims have been amended to conform to the rules of practice as specified by the United States 
PTO and to correct minor informalities. Claims 1-3, 7, 9-16 have been amended. Claims 17-40 
have been added. Therefore, Claims 1-40 remain pending. Additionally, the amendment directs 
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